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[Abstract] Objective To investigate the relationship between the expression of long coding RNA FOXD2 adjacent
opposite strand RNA 1 ( IncRNA FOXD2-AS1) and miR4913 in non-small cell lung cancer ( NSCLC) tissue and survival pe—
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riod. Methods A total of 100 NSCLC patients admitted to Binzhou Medical College Yantai Affiliated Hospital Cancer Center
from November 2017 to November 2019 were regarded as the study subjects. Real-time fluorescence quantitative polymerase
chain reaction ( qRT-PCR) was applied to determine the expression levels of IncRNA FOXD2-ASI and miRH913 in tissues;
Pearson method was applied to analyze the correlation between IncRNA FOXD2-ASI and miR-4913 expression levels in
NSCLC tissues; Kaplan-Meier method was applied to analyze the relationship between IncRNA FOXD2-ASI miR-4913 ex—
pression and prognosis in NSCLC tissues; Cox was applied to analyze the influencing factors of prognosis in NSCLC patients.
Results Compared with the adjacent tissues the expression level of IncRNA FOXD2-AS1 in NSCLC tissues increased and
the expression level of miR4913 decreased (¢ =11.439 17.709 P <0.001). Target Scan Human website predicts that
there is a binding site between IncRNA FOXD2-ASI and miR4913. The expression level of IncRNA FOXD2-ASI in NSCLC
was negatively correlated with miR-4913 (r = -0.406 P <0.001). Compared with the survival subgroup the expression
level of IncRNA FOXD2-ASI in the death subgroup increased and the expression level of miR4913 decreased (¢ =6.973 6.
307 P <0.001). The high expression rate of IncRNA FOXD2-AS1 in NSCLC patients with TNM stage Il + IV lymph node
metastasis and low differentiation was higher than that in NSCLC patients with TNM stage [ + I (}* =5.962 P =0.015)
no lymph node metastasis (> =5.104 P =0.024) and moderate/high differentiation( y* =6.150 P =0.013) . The low ex—
pression rate of miR4913 in NSCLC patients with TNM stage Il + [V lymph node metastasis and low differentiation was high—
er than that in NSCLC patients with TNM stage [ + II (x° =11.457 P =0.001) no lymph node metastasis (y* =7.695
P =0.006) and moderate/high differentiation(y* =11.349 P =0.001) . The 3-year survival rate of NSCLC patients with
high expression of IncRNA FOXD2-AS1 was lower than that of patients with low expression of IncRNA FOXD2-AS1 (y* =7.
830 P =0.005) and that of patients with high expression of miR-1913 was higher than that of patients with low expression of
miR-4913 (}* =6.125 P =0.013). Multivariate Cox analysis showed that high miR4913 was a protective factor for the
prognosis of NSCLC patients the high level of IncRNA FOXD2-AS1 TNM III + IV stage lymph node metastasis and low de—
gree of differentiation are the risk factors for the prognosis of NSCLC patients OR (95% CI) =0.864(0.774 -0.964) 2.544
(1.481-4.370) 3.647(1.614 -8.242) 2.544(1.481 -4.370) 2.986( 1.361 —6.553) . Conclusion The expres—
sion level of IncRNA FOXD2-ASI increases and the expression level of miR4913 decreases in NSCLC tissue both of which
are related to the prognostic survival period of patients.
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Tab.1 Primer sequences of IncRNA FOXD2-ASI and miR-4913

IncRNA 5" -TGGACCTAGCTGCA- 57 -AGTTGAAGGTGCACAC-

FOXD2-AS1 GCTCCA-3’ ACTG-3’

5" -ACCGTCGTCGCCTCC- 5’ -GACTGACATAAATGGG-

CCGTC3’ AGCAG3’

57 -TCCGTGGTCCACGA- 57 -GAAGCATTTGCGGTGG-

GAACT3’ ACGAT3’

U6 5" -GCTGGACTCTAGGG- 5’ -GAGCATACCAGGTGGT-
TGCAAG3’ AGTAG3’
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Fig.1 Binding site between IncRNA FOXD2-AS1 and miR4913
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4 NSCLC IncRNA FOXD2-ASI.miR-4913 (%)
Tab.4 Differences in expression of IncRNA FOXD2-AS1 and miR-4913 in different clinicopathological characteristics of NSCLC
IncRNA FOXD2-AS1 ) miR-4913
¥ P ¥ P
(n=54) (n=46) (n=53) (n=47)
57 31(57.41) 26( 56. 52) 0.008 0.929 32(60.38) 25(53. 19) 0.525  0.469
43 23( 42.59) 20(43. 48) 21(39. 62) 22( 46.81)
() <55 51 25(46.30) 26(56.52) 1.039  0.308  26(49.06) 25(53.19) 0.170  0.680
=55 49 29( 53.70) 20(43.48) 27(50.94) 22( 46.81)
(em) <3 53 28(51.85) 25(54.35) 0.062 0.803 27(50.94) 26(55.32) 0.191  0.662
=3 47 26( 48. 15) 21(45.65) 26( 49.06) 21(44. 68)
47 25( 46. 30) 22(47.83) 0.023  0.879  26(49.06) 21( 4. 68) 0.191  0.662
53 29(53.70) 24(52.17) 27(50.94) 26(55.32)
TNM [+1 48 32(59.26) 16( 34.78) 5,962 0.015 17(32.08) 31(65.96)  11.457  0.001
M+ 52 22(40.74) 30( 65.22) 36(67.92) 16( 34.04)
47 31(57.41) 16( 34.78) 5.104  0.024 18(33.96) 29( 61.70) 7.695  0.006
53 23( 42.59) 30( 65.22) 35(66.04) 18(38. 30)
/ 46 31(57.41) 15(32.61) 6.150  0.013 16(30. 19) 30(63.83)  11.349  0.001
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Tab.5 Cox analysis of prognostic factors in NSCLC patients

B SE  Wald P OR(95% CI)
IncRNA FOXIRASI  0.934  0.276 11.445 0.001 2.544( 1.481 ~4.370)
miR-4913 -0.146 0.056 6.814 0.009 0.864(0.774 ~0.964)
TNM 11 + IV 1.294 0.416 9.674 0.002 3.647(1.614 ~8.242)
0.934 0.276 11.445 0.001 2.544(1.481 ~4.370)
1.094 0.401 7.442 0.006 2.986(1.361 ~6.553)
3
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