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[Abstract] Objective To study the expression of histone lysine methyltransferase SET domain including 1A
(SETDI1A) and lysine Nor<4A ( KDM4A) in non-small cell lung cancer ( NSCLC) and its relationship with clinicopatholog—
ical characteristics and prognosis. Methods One hundred and sixteen NSCLC patients admitted to the General Depart—
ment of Nantong Cancer Hospital from January 2017 to January 2020 were selected as the study subjects. Immunohisto—
chemical method was used to detect the expression of SETD1A and KDM4A in NSCLC tissue and Spearman rank correla—
tion analysis was used to analyze their correlation. Kaplan Meier survival analysis of the impact of SETD1A and KDM4A
expression on the survival prognosis of NSCLC patients. Cox regression analysis of prognostic factors affecting NSCLC pa—
tients. Results In NSCLC cancer tissue SETDIA brown yellow positive staining is mainly located in the nucleus while
KDMH4A positive staining is mainly located in the cytoplasm and cell membrane. The positive rate of SETD1A in NSCLC
cancer tissue was 61.21% (71/116) which was higher than 6.90% (8/116) in adjacent tissues ( x* =76.546 P <0.001).
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The positive rate of KDM4A in NSCLC cancer tissue was 65.52% (76/116) higher than 8.62% ( 10/116) in adjacent tis—
sues ( x° =80.487 P <0.001). The expression of SETDIA and KDM4A in NSCLC cancer tissue showed a significant posi—
tive correlation (r, =0.722 P <0.001) . The positive rates of SETD1A and KDM4A in NSCLC cancer tissue were higher in
patients with TNM stage III low differentiation and lymph node metastasis than in patients with TNM stage IdI high
differentiation and no lymph node metastasis (SETDIA: x’ /P =15.808/ <0.001 7.108/0.008 17.136/ <0.001; KDM4A:
X /P =9.050/0.003 5.480/0.019 10.208/0.001). The overall 3-year survival rates of patients in the SETDIA positive and
negative groups were 49.28% (34/69) and 78.72% (37/47)
in the SETDIA positive group is significantly lower than that of patients in the negative group ( x° =12.984 P <0.001);
The overall 3-year survival rates of the KDM4A positive and negative groups were 48.65% (36/74) and 83.33% (35/42)
respectively. The cumulative 3-year survival rate of KDM4A positive patients was significantly lower than that of the nega—
tive group (x’ =17.175 P <0.001). TNM stage IIl combined lymph node metastasis SETDIA positive and KDM4A
positive are independent risk factors for poor prognosis in NSCLC patients OR (95% CI) =1.610 (1.221 -2.122) 1.904
(1.307 =2.774) 1.835 (1.228 =2.742) 1.744 (1.245 -2.443 . Conclusion The expression of SETDIA and KDM4A is
elevated in NSCLC cancer tissue and their expression is related to TNM staging differentiation and lymph node metasta—
sis. Detecting the expression of SETDIA and KDM4A in NSCLC tissue can help evaluate the clinical prognosis of NSCLC

patients.
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