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[ Abstract] Objective To systematically evaluate the correlation between serum microRNA-133 and the degree of
horizontal coronary artery disease. Methods Computer searches were conducted on CNKI, Wanfang Medical Network,
Vip, China Biomedical Database, Cochrane Library, PubMed, Embase, and GEO databases to collect research on the correla-
tion between serum microRNA-133 level and coronary artery disease degree. The retrieval time is limited to August 2022.
According to the inclusion criteria, the literature included in the study was screened, and the Newcastle Ottawa Scale (NOS)
was used to evaluate the literature included in the study, and the main data of the literature was extracted. RevMan 54.1
software was used for Meta analysis, and STATA 15.1 software was used for Egger's test to evaluate the publication bias
of included literature. Results  Finally, 11 articles were included, and 1605 subjects participated in the project, with high lit-
erature quality. Meta analysis results showed that the combined effect amount Summary Fisher's Z =0.60, 95% CI 041 -0.79,
P <0.00001, and the converted summary »=0.537. The correlation coefficient obtained from the study with small sample size
is lower than that of the study with large sample size (» <100 group Summary »=0.300; 100 < » <200 group Summary r=
0.611; n=200 group Summary »=0.647). Using different evaluation tools to evaluate the degree of coronary artery disease
has little influence on the correlation coefficient (Gensini scoring group Summary »=0.585; SYNTAX scoring group Summary

r=0438). There was no significant difference between the literature correlation coefficients of miR-133 and miR-133a (Sum-
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mary »=0414 in miR-133 group; Summary »=0.551 in miR-133a group). Egger's test result P=0246, there was no publication

bias in the included literature. Conclusion The level of serum microRNA-133 was positively correlated with the severity of

coronary artery disease in moderate intensity. The higher the level of serum microRNA-133, the more severe the severity of

coronary artery disease.
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Fig.1 Funnel diagram of the correlation between serum miRNA-

133 and the severity of coronary artery disease
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