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FVREEE 1(TUGL) /K55 2 AR M BRI B ( DN FR B IIERA5 e U AR G . T35k 6302019 4F 1 3 —2021 4F 1
VG %2 38 8 K2 — B B B AR B B B 2 BHISR B4 DN JRE 201 I/l DN 41, [ B4l T2DM (R 112 4]
YE N B4l T2DM 4, RS ARG (i ) 4 4 N 105 B FE S fEERRE T IR A, Bl 15 3 4R AR A 4 2 4F DN &40 A R TS
R4 (61 51) Fil B AT W40 (140 f6]) . #rlIfL 7% LncRNA Dlx6os] .LncRNA TUGL FIBFEHA G5 HE A7 [ 42 B /N o it
R (eGFR) R HE HWLEF L (UACR) J7KF- ;R Spearman #H5¢ R 50537 L7E LnecRNA DIx6os1 .LncRNA TUGL /K5
SEAF DN JBE B A G s LUEAE DN BB TS S AR & 8 Sr Z IR LS4 Logistic AR 4B Hsg i (R
L1528 TAERHE (ROC) RPN ILE LncRNA Dlx6osl .LncRNA TUGL ZKEXf HA TN, 258 RN HE
2 B4l T2DM 41 DN 41 M1 LncRNA Dlx6osl F1 UACR /KPR T, ML LncRNA TUGL F1 eGFR ARIK AL (F/P =
870.484/ <0.001 ,566. 671/ <0.001 271.117/ <0. 001 ,196. 722/ < 0. 001 ) ; Spearman &V B 7%, Z4E DN 4 I 3E
LncRNA Dlx6osl /KF-5 eGFR £ fiAHK . 5 UACR 21EAZE (r/P = -0.816/ <0.001.,0. 809/ <0.001) , Ifl. 7& LoncRNA
TUG1 7K P4 eGFR B 1EAK . 5 UACR 2745 (r/P =0.832/ <0.001, —0.806/ <0.001) ; BEIi# £ 2024 451 H ,#%
4F DN 35 201 BN R TS ZA4%8 30.35% (61/201) ; 2R AE KM Logistic [M1H 7w , 18 M B A =4 #1 \UACR F+
17 \LncRNA DIx6os1 Fi 2 4F DN B35 A R 1S (7 fE ks BRI R [ OR(95% CI) =5.758 (1.480 ~22.401) ,1.013
(1.005 ~1.022) .1.426(1.201 ~1.693) ],eGFR F &5 . LncRNA TUG1 F+& R B ZE [ OR(95% CI) =0.958(0.939 ~
0.978) .0.418(0.254 ~0.689) ] ;ROC Hi£k /R, IfiL 7 LncRNA Dix6osl .LncRNA TUGI K —F B A Wil £ 4= DN %%‘
ARSI AUC 43518 0.774 0. 777 .0. 852, —FBLAFME AUC F K (Z/P =2.930/0.003 3.335/0.001) , &5

ZAE DN B L1 LncRNA Dix6osl 7K FET1E5  LncRNA TUGT ZKFEFEAR , 5 B MEA5 45 i 2 AR B FUS IXURS 48 b J&,Im
& LncRNA Dlx6osl B LncRNA TUGT /K 4FE DN B8 A K HUG FIRLRER R .
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[ Abstract] Objective To investigate the correlation between serum long non-coding RNA (LncRNA) distal-less
homeobox 6 antisense RNA 1 (DIx6os1), LncRNA taurine up-regulated gene 1 (TUGI) levels and renal injury and prognosis
in elderly diabetic nephropathy (DN) patients. Methods Two hundred and one elderly DN patients admitted to the Depart-
ment of Nephrology, Yulin Hospital, the First Affiliated Hospital of Xi'an Jiaotong University from January 2019 to January
2021 were selected as the DN group, 112 patients with pure T2DM during the same period as the pure T2DM group, and
105 healthy elderly people with physical examination during the same period as the control group, and the elderly DN pa-
tients were divided into a poor prognosis subgroup (61 cases) according to the 3-year prognosis and a good prognosis
subgroup (140 cases). The levels of serum LncRNA DIx6os1, LncRNA TUGI and renal injury indicators [ estimated glomeru-

lar filtration rate (eGFR), urinary albumin creatinine ratio (UACR) ] were detected; the correlation between the levels of serum
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LncRNA DIx6os1 and LncRNA TUGI and renal injury of the elderly patients with DN was analyzed using Spearman's corre-
lation coefficient; a multifactorial unconditional Logistic regression model to analyze the influence factors with the elderly DN
patients' prognosis as the dependent variable, a multifactorial unconditional Logistic regression model was established to an-
alyze the influencing factors, and the predictive value of serum LncRNA DIx6os1 and IncRNA TUGI levels was evaluated
by plotting the receiver operating characteristics (ROC) curves. Results Serum LncRNA DIx6os1 and UACR levels were se-
quentially increased and serum LncRNA TUGI and eGFR were sequentially decreased in the control, T2DM-only, and DN
groups (F/P=870484/ <0001, 566.671/ <0.001, 271.117/ <0.001, 196.722/ <0.001); Spearman's correlation showed that serum
LncRNA DIx6os1 levels were negatively correlated with eGFR and positively correlated with UACR in elderly DN patients (7
P=-0816/<0.001,0.809/ <0.001), and serum LncRNA TUGI levels were positively correlated with eGFR and negatively cor-
related with UACR (7/P=0.832/ <0.001, —0.806/ <0.001); Follow-up as of January 2024, the incidence of poor prognosis in
201 cases of elderly DN patients was 30.35% (61/201); multifactorial unconditional logistic regression showed that chronic
kidney disease stage 4, high UACR, and high IncRNA DIx6os1 were the independent risk factors for poor prognosis in eld-
erly DN patients[ OR (95% CI)=5.758 (1480 —22401), 1.013 (1.005 — 1.022), 1426 (1201 —1.693)], and high eGFR and high Ln-
cRNA TUGI were the independent protective factors[ OR (95% CI)=0.958 (0.939 - 0.978), 0418 (0.254 - 0.689)]; ROC curves
showed that the AUCs of serum LncRNA DIx6os1, LncRNA TUGI, and the combination of the two for predicting poor prog-
nosis in elderly DN patients were 0.774, 0.777, and 0852, respectively, and the AUCs for the combination of the two were the
largest (Z/P=2930/0.003, 3335/0.001). Conclusion Elevated serum LncRNA DIx6os1 levels and reduced LncRNA TUGI levels

in elderly DN patients are associated with increased risk of aggravated renal injury and poor prognosis, and serum LncRNA
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DIx6os1 in combination with LncRNA TUGI levels are of high value for predicting poor prognosis in elderly DN patients.
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W DR G 2 A i A R A A 0 , 2020 4E 3%
[ 2. 604 AZEAE N TR 30% J bR B, Horp
2 BUEIRIG (type 2 diabetes mellitus, T2DM ) /5 Ho#E
95% 12 B DRI B 9% ( diabetic nephropathy , DN ) A2
PRI 1 T BN A I 2 i, 7 o B R e R R
4B K BEIE S AS RNA (long noncoding RNA | Ln-
cRNA) gl W 32 Z FHLH 2 5 DN i & AR & B
To it [RIJRAE 6 Sz X RNA 1( distal-less homeobox 6 an-
tisense RNA 1,DIx60sl) &= MRIES 548 B &K EIHTE
AR B T AR B LncRNA 78 DN K Rl A
TR &I, IHEUE DN 41 M2 gefb fn g pE oo 4
fisfi R b #FE A 1 (taurine up-regulated gene 1,TUG1 ) J&
RRYES 5 NBHGHY LncRNA 22— 7E DN K il
T iCFeak , BEMIH] DN 4 2Eqb'®) . 9K, 26 TG
LncRNA DIx6osl .LncRNA TUGI /KF- 5 #4E DN %
' A A9 B T %) R e e DL 4 A SOt LA T
75, MBUTF
1 BRES5HE
L1 RBER  [mImEREE 2019 41 H— 2021 41
VG4 5838 K2 S — B I e M AR I e B 2 RHIG A
4 DN B35 201 BI/E N DN 41, Zc 63 1, 55 138
), AE W 65 ~90(75.28 +6.21) % ; T2DM i e 32 ~
219 A %k 87.00(63.00,127.00) 4 A 5 1815
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Diabetic nephropathy; Long non-coding RNA; Distal-less homeobox 6 antisense RNA 1; Taurine up-

20,4 35 1], 5 77 ), AE S 65 ~88(74.80 £5.27) % ;
T2DM JiF2 4 ~63 4~ , i %k 27.00(13. 50,42.00)
MH o Iy kPR R AR R 1 AFE N 105 Fi4E Ry fdt R
XTHRAL, 4 33 B, 55 72 4, 4F % 65 ~ 83 (74.76 =
6.07) %, 3 HYEH AFRER LG ITFEZEL (P>
0.05) , HA AT Lk, AHFoT 248 R e e 3 2 1 s b
(2024033) , ZidFH ek K Jg A BB N R E .

1.2 Rk EErRE (1) MASRE: DR =65 ¥ ;
@FF4 T2DM™ F1 DN 12 Wids e ; QI FRe 7 52 %
(2) HEBR bR 1. QDN B #H O &k BN 4K 1 EH
(ESRD) , 18 B e /3 5 W el 2 id ik )r; @£
PSRN B A T o B S R IR
R CERER A MESFE AN 0 s 1 BUH IR 45 I A
PRIGZEAY ; @I i FLI A2 ; Qi A B w24
Yy ; @GR MRS ; O R Gep0s ; O FEA PR E&A 17 J%
Y B B AF 20 2 1 R ; O Be 5 52 Bl VT 5K U
[&4F DN 835 ;00 H B Jsie s

1.3 WIHs4s 57k

1.3.1 I3 LncRNA DIx6osl .LncRNA TUGI 7K ¥4
W F B ABER B K # TR H i Rk A 25 18
FERBK I 3 ml, B0 B4 BRI Y Y R, BG4 I YE A
Trizol 120 [ 28 5 AR WRHL (Bl R A PR A R, 5845
19201ES60 ] 2 HL & RNA, £ 402y 60k B3 (£
Quawell, 145 Q5000) %5 5E HAME 5, A A 52444
B A= W14 AR R AR ALY LnReute LncRNAcDNA 55
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—4k mﬁimit | (525 KR202) #5565 i cDNA, S5 5¢
JtE i PCR G (Jb o B B R A BRA |, 5255
WEO147-NAB) %t B 5 # 479" 1%, 2 x Super TagMan
OneStep Buffer 12. 5 pl, Ei#E514 0.5 pl, FlEs| 9
0.5 pl,Probe 0.5 pl,Super OneStep Enzyme 1 pl,cD-
NA 1 pl .RNase-Free Water #MFE 2 25 wl; SO 55/ ;8
557 40 °C 20 min fE¥ 1 K, PCR HiZE P4 90 C 5 min
PEIR 1R, AEPE95 °C 15 s B K/ FEf1 60 °C 45 s 3T
PE¥A 40 K, VL GAPDH AN Z, LiiF5 4.5 -CTGAT-
GCCCCCATGTTCGT-3', FiiF51 49 5'-GCAGGAGGCAT-
TGCTGATGA-3", LncRNA Dlx6osl | ¥ 51 ¥. 5'-GT-
TCTTATTCCAGCCATTGACCTT-3', K ¥if 51 ¥ 5'-
AACTCCTAATTCCTTCTTCCTACCT-3'; LncRNA TUGI
G195 -AAGCACAGTGCAACACCAAG-3", FiiE5]
¥ 5'-CAGATGGTGCCAGCAATAGA-3', L4 222" 3
% LncRNA DIx60sl .ILncRNA TUGI1 FEik/KF,

1.3.2  BENEBHE AR AR . 8 ARG B K
For 5 TR H i R R 42 25 RN k. 3 ml R B IR
W, B0 BR UM AN PR VG W b A I AR
TH IR LB PA 323 b (8 78 3000 (e 5 A= Rt
FABRAF], S5 L1189 ) A6l ifi 175 A R Vi WL K -,

R R 1 A g2 ek 3R] (TR 903 2R BT FR
osw] 525 E038-1-1) A I IR 1 8 K P, MR R a7 Ak
MDRD 75 #2345 eGFR =170 x ML JLETF ( pmol/L) —
1.234 x (4E#) -0.179 x (0.79 Z&hE) ;B IR A&
FH LI B (urinary albumin to creatinine ratio, UACR) =
PREAEH (mg/L) /BRIEF (g/L) .

1.3.3 g KArd .l g sl 112 & A 4 % 4F DN
BEBEYT 3 A VIR LG T 2019 4 1 4R E 2024 4
1 H. MRS % BN ESRD(eGFR <15 ml « min~

1. 73m > BUENTIRIT) K 4FE DN & 0 M A R AR
R WA

1.4 GEibseorek 3 SPSS 28. 0 #4484 Mk
P, BT RER L x £ 5 FoR, 4 AT
Students ¢ 8, One Way Anova F56; , 22 4H [B] 9 P b 382R
FH LSD K56 THEC7R AT R R (% ) 2R, FiAT

DIx60sl .LncRNA TUG1 /K5 &4 DN & EHin
AN ; Z &K Logistic [FIHBRL 3 H1 Z4FE DN 35 il
JE R R R 5 W MedCalel9. 3. 1 844 i 32 1l %
TAEFRFE (ROC) M £, PE AN 1L LncRNA Dlx6osl
LncRNA TUG1 ZKF-FN £ 4F DN B3 A B HiS 18K
e, P<0.05hERAZITFEX,

2 &% R

2.1 3 #1flE LncRNA Dlx6osl ,LncRNA TUG1 F1'%¥
WER5 48 bRk - L g il B X IR 2 4l T2DM 41,
DN 41 1fiL.7% LncRNA DIx6osl Al UACR /KKK T,
I3 LncRNA TUGI F1 eGFR MRIKFEAL , 22 A S it
RN (P<0.01), WFE1,

2.2 Ifil¥# LncRNA Dlx6osl . LncRNA TUG1 /K3 5%
4 DN BE BB A Spearman AH I 43 AT
7N, Z4E DN B LT LncRNA Dix6osl /K5 eGFR
AKX, 5 UACR 2 I1IEM X (r, = -0.816.,0.809,P
7 <0.001) ; i3 LncRNA TUGI 7KF-5 eGFR S IEAH,
5 UACR 51 (r, =0.832, —0.806,P 1 <0.001) ,
2.3 AFTHUG &4 DN BEIGIRFER L #E
2024 4F 1 H,201 il %4 DN B &4 61 fi k@ N
ESRD, AR S &4 %0 30.35% (61/201) , AR il
S5 V2 H A M B IR =4 309 L AR I 20 A
(HDbA,,) MIUEF(SCr) 5 T RUFHUR AL, 22 7 A g3t
RN (P<0.01),2 WAL AFE T2DM JiFe AR |
I H DN 0% 52 25 8 IB% (FPG) | i B PO 3t | (1 2 1
(Alb) A, 2R I8 (P >0.05) , W3 2,

2.4 DN 49 2 WM LncRNA DIx6osl , LncRNA
TUGL AN i bRk F e 5 RAFHUG WA Lt
B ANR UG WAL R E IMLTE LncRNA DIx6osl #1 UACR
JKETFER, % LncRNA TUGL F1 eGFR F&AI, 22 %4y
HEFE X (P <0.01) , WW#E 3,

2.5 ZF DN BEARRBGENZHZIELNF Logistic
BIEAT LIES DN BE S (AR/ BRI =1/0) A
ARG, IR g 22 o H [ 120 B i =4
(J&/7 = 1/0) . HbA,, . SCr, eGFR, UACR, LncRNA
DIx6os1 .LncRNA TUG1 (iE£AF B JFEE A, mlﬂm?

X K 5; Spearman A 3¢ &R £t 4r A L 3 LncRNA 5 eGFR N HERR ORI A MALEF) b A AL =
# 1 341035 LncRNA Dlx6osl .LncRNA TUG1 FI'EEH 485K L (5 25)
Tab.1 Comparison of serum LncRNA Dlx6osl, LncRNA TUG1, and kidney injury index levels among three groups

4 5 ik LncRNA Dlx6osl LncRNA TUGI eGFR(ml + min ™' - 1.73m~?) UACR(mg/g)
fa et BE A 105 1.01 £0.06 1.04 0. 16 109.25 + 7.32 7.36 + 3.57
2zl T2DM 41 112 1.49 £0.20 0.72 0.15 92.00 = 7.12 22.24 + 6.60
DN 41 201 2.21£0.32 0.50 0. 11 63.01 £23.71 100. 44 =63. 61
FiE 870.484 566.671 271.117 196.722
PE <0.001 <0.001 <0.001 <0.001
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Tab.2 Comparison of clinical data between poor prognosis subgroup and good prognosis subgroup patients
e RAFHE W4 (n =140) ARG WL (n=61) X/l PAA
PERI (% ) ] 5 93(66.43) 45(73.77) 1.064 0.302
‘e 47(33.57) 16(26.23)
W (x x5, %) 74.73 £6.20 76.56 +6.09 1.932 0.055
T2DM Ji 2 (x =5, ) 91.90 +42.06 105.36 +49.84 1.843 0.068
PP HER =4 I (% ) ] 10( 7.14) 18(29.51) 17.726 <0.001
WAL (% ) ] 42(30.00) 24(39.34) 1.682 0.195
Wi (x + s, mmHg) 146.12 +19.36 149.77 +7.94 1.894 0.060
FF i (x £5, mmHg) 86.59 +12.80 89.67 £9.37 1.695 0.092
DN ZKJGH [ 1(% ) ] 14(10.00) 11(18.03) 2.517 0.113
TR0 (% ) ] 1R I 32(22.86) 22(36.07) 3.773 0.052
1R JIR MLAE 11( 7.86) 8(13.11) 1.372 0.241
RN ] 11( 7.86) 10(16.39) 3.309 0.069
FPG(x + s, mmol/L) 9.27 £1.52 9.78 £1.72 1.964 0.052
HbA,, (x %5,%) 7.63 £1.09 8.37 +1.32 4.160 <0.001
TC(x s, mmol/L) 5.111.50 5.26 £1.79 0.583 0.562
TG(x 5, mmol/L) 1.89 0. 67 2.02 +0.63 1.288 0.199
HDL-C(x %5, mmol/L) 1.15£0.25 1.14£0.28 0.274 0.784
LDL-C(x +s,mmol/L) 2.87 £0.66 2.99 £0.55 1.265 0.207
SCr(# # s, pmol/L) 163.00 +42.10 198.96 +72.73 3.607 0.001
Alb(x £s,g/L) 34.38 £4.63 32.67 £6.76 1.804 0.075

%3 2 4l DN HEHZ M LncRNA Dlx6osl . LncRNA TUG1 Fl'E I 1054845 7K - 8%

Tab.3 Comparison of serum LncRNA Dlx6osl, LncRNA TUGI,

(x%£5)

and renal injury index levels in two subgroups of DN patients

M5l %5 LncRNA DIx6osl LncRNA TUGI eGFR(ml - min~' - 1.73m %) UACR(mg/g)
R AP TS W20 140 2.12+0.30 0.53 £0.10 69.78 +20.09 85.31 £49.92
A RS W24 61 2.43+0.27 0.42 +0.10 47.48 +24.24 135.16 £77.15
t1H 6.935 7.154 6.303 5.465
P{H <0.001 <0.001 <0.001 <0.001

SEAESAE Logistic [MIERERT 25 5L R A8ME B i =4
1 'UACR F}& .LncRNA Dix6osl THE5 A #4E DN ¥
ARG B S7 fER R & |, eGFR JHE5 . LneRNA TUGI
T AR R E (P <0.01) , WL 4,
2.6 il LncRNA DIx6osl .LncRNA TUG1 7K 75 il
LA DN BEARAUSMME L6l LncRNA
DIx60s1 .LncRNA TUGI /KTl Z4F DN & A K7
JE A ROC ik, It I T I L (AUC) , &5
7R L7 LncRNA Dlx6osl .LncRNA TUGI K —#F Bk
AT DN BE AR UG H9 AUC 20518 0. 774 0.
777 .0.852, “HBA T AUC e K, ZS A G4 E
X(Z=2.9303.335,P=0.003.0.001), W5 &1,
33 i

DN A Ay 02 P 2 i e s, B[t FRURR o FH 24 4
il MW | AR R & A, AR 20% ~30% A4
KA ESRD, FETTHE I DN £ 250 i 1 4579 95 1 4= [ B
TR 2R AR DN SR ROBE RO DR A 1697
WM 22 AR 2P0 A B fE R R 2R | H 8 A 16

R4 B DN BHEARBUSHZHNZIESMF Logistic 11114
Vi
Tab.4  Multivariate unconditional Logistic regression analysis of

poor prognosis in elderly DN patients

ANy B SEfH Wald i P14 OR{H 95% CI

PRI =4 5] 1.751 0.693 6.380 0.012 5.758 1.480 ~22.401
HbA,. & 0.449 0.230 3.806 0.051 1.565 0.998 ~ 2.457
eGFR & ~0.043 0.010 17.188 <0.001 0.958 0.939 ~ 0.978
UACR /& 0.013 0.004 9.062 0.003 1.013 1.005 ~ 1.022
LncRNA Dis6os] 5 0.355 0.087 16.442 <0.001 1.426 1.201 ~ 1.693
LncRNA TUGI & -0.872 0.254 11.742 <0.001 0.418 0.254 ~ 0.689

%5 IJH LncRNA DIx6osl . LneRNA TUG1 7K E-Fiill % 4E DN
BE AR RS MM E

Tab.5 The value of serum LncRNA DIx60sl and LncRNA TUG1
levels in predicting poor prognosis in elderly DN patients
bR Cuoff i AUC  95%CI  HUSIE R Y;Eg“

H
LncRNA DlIx6osl 2.18 0.774 0.710 ~0.830 0.820 0.621 0.441
LnecRNA TUGI 0.45 0.7770.713 ~0.832 0.639 0.764 0.404
e 0.8520.796 ~0.898 0.836 0.743 0.579
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Bl 1 [fi¥ LncRNA Dlx6osl ,.LncRNA TUG1 7KF-Fiill & 4 DN
BHEARBUSK ROC 2k
Fig.1 ROC curve of predicting poor prognosis in elderly DN pa-

tients based on serum LncRNA Dlx6osl and LncRNA
TUGI levels

e S Z R IR A, B2 5 BB s s =, S 80™
EARJFR"™ . ABFFEH 30.35% HE4E DN B
PR RS, R o T2 /M IRAE 1Y 26. 25% , % &
EARWE DN YNNG K,

B WE 45 /2 DN B9 B 2L R 2 L, DL eGFR 47
PEREAR AN S 2 25 R (UACR FHi) b E 2R IR
FPIY O ARWFFEEE R BN XS B B4l T2DM
21 \DN 4 eGFR KK AR AN UACR MRk T+, H 46
ST AR DN R TS . UEH DN ARE B IR 2
P, HAS B30 XS Bt 2 B O 0 Jon e T, 465
HAGHASEAE R . LneRNA & K #1200 MR
AR SAS RNA , e 1L #2780 RNA (miRNA ) 7E54 5%
FIEG SR Je /KT L g 2 R AR W 6 1, CEIESE 2 S5 0
PR Be DN 25 () % = % ™ LncRNA Dlx6osl E 07 F
AR 7q21. 3, 244 K& I, LncRNA DIx6os1 7E 5
WS S 09/ BUE DR R B0 o Rk, B
LncRNA DIx6os1 # ] ) mRNA 78 I8 7= F1 48 ¥ 52 A
Kt E e, #—20 L8 & AKX LncRNA Dix6osl
REAM /N BB /INBR 2R B0 400 M 4% 1 S 17 R EF 4L
P M T 0 R A A A A R R ] LneRNA DiIx6os1
REVE/D AU T R T A /N BUR /NER R
ARl rh J] LncRNA Dlx6os] BEVES B /NER 2 IE
MMLF e AL R gt SR — IR AR T 3 i T
LncRNA Dlx6os1 7KV 7] GEAFE A DN 2 Wr 19 A= b ik
P ARBFIE LR R, E4E DN HBF I LncRNA
DIx6osl KT+, 5 eGFR R A, 5 UACR £ 1E
FHIG AN RS A Ah 57 fa B R 2, BB TS LncRNA

DIx60s1 7KF-Ft i 5 B MRS 475 o 2 A A B 3 s XL 34
A %, ZHTJE B, LncRNA Dlx6os] BEHE 7] miR-346
OTE M R W A -3 B, 2o T Ak 1 W DR B -3 8
RET™ LR Z P4 A& PR 1400 00 B /N LB/ INER i
BB/ NERAN M T AN AR AL, S ECB IO E AR
B 90 XSG 1 o e . [AIA} LncRNA DIx6osl iR BE 14
BN S S A VI e s o s ) 1 2P e R i 2 4 A
SEPRURVIR R T JE DR 3k I B e 5 M S N R A AR
PR, A I 0 A R AR S

LncRNA TUG1 %N F NGtk 22q12. 2, WF 55 &
B LncRNA TUGL 7€ = W5 S 10 /N RUBE Sy B 4l T
5, 9% LncRNA TUGL fefid #E B 5 B 4 i 78 A
HPAT=Y L AE DN /N BUBERL RN s A 10 B /N
Fz AR o F I LncRNA TUGT RSB /NS 2
20 PR P SRR T R S N B
i /INE b Rz 4 AR | ) LneRNA TUGL BBk 5%
YA AR M SN RN AR iR X BB T HE 7R LncRNA
TUGI 2 58 Rk i3 72, H 5 DN A 5%, I R 5E i)
i, DN B IM75 LncRNA TUG1 7K R4, 12 T2DM
B AUC 0. 8717 ARBFIE 45 WoR , Z 4 DN
A LTS LncRNA TUGL 7K FR#MK, 5 eGFR 2 1EAH
X, 5 UACR 2R, BA RIS B e H &,
Ui B KT T 5 5 B A 4 9 R AS L 900 XU e A1
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