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 ZE1 B& i K dE g i 2o % i 4= i i 1A &L N 1( IncRNA TUGL) /M BEAZ 444 ( miR-
144) RR 5 ER(LN) BEBUGHCR. Ak BERL2020 4 1 F—2021 4 6 A %717 40 BB KB A RhlkiR
B LN 235 104 2 LN 41, A4 BE U7V [A] 2 75 A AR R 0115 9 ( ESRD) 432 Tl J5 A R 40 36 il F T 5 B 4 . 2H 68
], 5 e BRI A A i e 3 40 (51 A fa R X A o SR S22 it i et 2 Tl X s I 30 & Al 1l i IneRNA TUGH
miR-144 F£ik. % TargetScan FJE T IncRNA TUGI 5 miR444 BY45-6 7 A, SR ] Pearson FH G PE0#T LN H 3% L1
IncRNA TUG1 5 miR-444 K MAHEH: . £ F Logistic [IH 4387 LN B TS A RN fER R 2, 238038 TAERE
(ROC) MZe4#r i3 IncRNA TUGL \miR-444 Fik%) LN BE WA RTINE. &R SEF A R, LN 4
1% IncRNA TUGI 23k R4, miR444 F235FHE5(1/P =15.885/ <0.001.15. 808/ <0.001) , £ TargetScan [ x5 Fiil ,
IncRNA TUG1 5 miR444 1E1E45 S v j5; Pearson AH G Hr B8 , LN 235 17 IncRNA TUGL 5 miR444 #3455 iAH
F¥(r=-0.797,P <0.001) , Ffii 2 4F,104 {5 LN f3% ESRD & 4E K 34.62% (36/104) . £ [HZ Logistic [8] 74347
SR PR B 4 30] 4 1A miR444 THE o LN B3 5 i UG A KRBT fE RS R 2 [OR(95% CI) =1.197 (1.062 ~
1.349) \1.108(1.047 ~1.172) ], FAI7 G T2 MAAG T B /NeRkUE T % . IncRNA TUGL FHiE Al s Ay I & LOR
(95% CI) =0.305(0.101 ~0.923) .0.979( 0. 960 ~0.998) .0.841(0.750 ~0.943) ]; ROC #1£k53#7 W7x, L% IncRNA
TUG1 \miR-44 3R35 F Z W& Fil LN 25 B BEFUS AS B A 28 T i AL AUC) 4332 0. 772.0.773.0. 911, —# 1k
AW AUC £z K( Z/P =3.239/0.001.3.247/0.001) - &5 LN B F I IncRNA TUGI {15 Fl miR-444 &3k
RS EMTUGA RA G, ZFBRE T LN B REHUE A RO EE .
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[Abstract] Objective To analyze the relationship between serum long-ehain non-coding ribonucleic acid taurine up—
regulation gene 1 (IncRNA TUG!1) and microribonucleic acid444 (miR-144) expression and the prognosis of LN patients with
lupus nephritis (LN). Methods A total of 104 LN patients admitted to the Department of Rheumatology and Immunology
of Suining Central Hospital from January 2020 to June 2021 were selected as the LN group, and they were divided into 36
subgroups with poor prognosis and 68 cases with good prognosis according to whether end-stage renal disease (ESRD) oc—
curred during the follow-up period, and 40 healthy patients with physical examination during the same period were selected as
the healthy control group. The expression of serum IncRNA TUG1 and miR-444 was detected by real-time quantitative poly—
merase chain reaction kit. The binding sites of IncRNA TUGI1 and miR-144 were predicted by TargetScan, and the correlation
between serum IncRNA TUG1 and miR-144 expression in LN patients was analyzed by Pearson correlation. M ultivariate lo—

gistic regression analysis was used to analyze the risk factors of poor prognosis in LN patients, and receiver operating charac—
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teristics (ROC) curves were used to analyze the predictive value of serum IncRNA TUG1 and miR-144 expression in poor
prognosis of LN patients. Results
LN group decreased and the expression of miR-144 increased (#/P =15.885/<0.001 and 15.808/<0.001). The TargetScan
website predicted that there was a binding site between IncRNA TUG1 and miR-144. Pearson correlation analysis showed
that serum IncRNA TUG1 was negatively correlated with miR-444 expression in LN patients (»= —0.797, P <0.001). After
2 years of follow-up, the incidence of ESRD in 104 patients with LN was 34.62% (36/104). Multivariate Logistic regression

Compared with the healthy control group, the expression of serum IncRNA TUG] in the

analysis showed that stage 4 of chronic kidney disease and elevated miR-144 were independent risk factors for poor renal
prognosis in patients with LN [OR(95% CI) =1.197 (1.062 ~1.349), 1.108 (1.047 ~1.172)], complete remission after induc—
tion therapy and estimated glomerular filtration rate and elevated IncRNA TUGI were independent protective factors [OR
(95% CI) =0.305 (0.101 —0.923), 0.979 (0.960 —0.998), 0.841 (0.750 —0.943)], ROC curve analysis showed that the expres—
sion of serum IncRNA TUGI and miR-44 and the area under the curve (AUC) of the two combined predictions of poor re—
nal prognosis in LN patients were 0.772, 0.773 and 0.911, respectively, and the AUC predicted by the two was the largest
(Z/P=3.239/0.001.3.247/0.001) .Conclusion The low expression of serum IncRNA TUGI and the high expression of miR—
144 in LN patients were associated with poor renal prognosis, and the combined value of the two in predicting the poor renal
prognosis of LN was higher.

[Key words] Lupus nephritis; Long-¢hain non-eoding ribonucleic acid taurine up-regulated gene 1; Tiny ribonucleic
acid444; Disease activity; Prognosis
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( lupus nephritis, LN)

40 f],2 J1 24 f51,3 1 28 5,4 1 12 5. 5 B B

( systemic lupus erythematosus, SLE)
FHEAE,40% ~ 60% 1Y SLE 5% 18 & ik 91 # B 5 JF
LN, 255 SLE H£# & e MKW F 5 ( end-stage re—
nal disease, ESRD) FIFET- YT B "> o B s
HPEAl LN B BESSUS , X (i 2 A8 2 U B R o e
RYERBITE LN & AE & S rp i i s m ™, pF e &
B, K 5% JF % 89 4% B 4% 12 ( long non-coding ribonucleic
acid, LncRNA) f#/MZBER% B2 ( micro ribonucleic acid,
miRNA) 5 iM% R REE i 4% R PE S 2 55 LN
ErE B IncRNA Al 2 R LA 1 ( taurine up—
regulated gene 1, TUG1) J&Hr i & PLAY—FF IncRNA,
IncRNA TUGI 7 SLE % 50 J& i ik %% - miR-

144 JE—Fp 2 PE A 5 miRNA, § LL%W%E‘E%E
PERIRAS RIEHTRAE ' o A5 %45, miR-H44 7E

o PEBREE H( 1mmunoglobuhn,lg) A BR B IR UL
gk o BRI G T LN M I 7 IncRNA TUGI .
miR-44 KK 5TE B ICF H ORI, 56T 00, B A
LN H# 1% IncRNA TUGI1 .miR444 FX 5506
L ARIEWE

| BRSTS

1.1 mR%R #%H 2020 421 A—2021 426 HixT
i BEBE X A BHOR 9 LN 2 104 4 LN
#5517 4, 2 87 s AR 18 ~ 55 %, i %K 26. 00
(19.00,34.00) % ; fiFe 1 ~22 4, th{ii %k 7. 5(4. 00,
12.00) 4F; o340« TR 8 45, 078 20 431, IV 74 24
fl, V7928 {5, WA + VA 11 5], VIES + VA9 13 f4i];
1 M B iE % ( chronic kidney disease , CKD) 433 | A

[FHA (A A {5 2 40 f51) Ay fidt R o R4, 55 7 491 2 33
Wl; 4E 18 ~55 %, i %k 27.00( 19.25,35.75) % .
2 I ARt A, 22 R TSR (P >0.05) ,
HAM e AW O L3545 BB R B2 0t S 4t ifE
( KYLLKS20230114) , 3210 8 5K @ Ji i [ 201 4 2
HUE RIS

1.2 JEfEsEbRdE (1 )%Mﬂ&-@ LN 54 (hE
T B W AT R R ) O S Wi i Q4R =18
% T E ZFRITER A @CKD 73041 1 ~4 B, (2) HE
Brdnife: Q25 RIE 4k & T LN; @2 & 24t
F CKD 43 5 ] ESRD o . & 4% 52 B B AH - B ATIA
7 @FIHEMEMIE: @E IFIRIBPE T %8 20 R
P s S LA B S i PR DI IR B2 L A B 177 7%
R @R B FLIA A2 DA IR0 il 4 HoAl
JUE#5™ E T e

1.3 W8 45 5 7k

1.3.1 7% IncRNA TUGL.miR44 235K i 4
LN 38 ABEUR H R T HE 2 (A i ik i 3 ml, 25
ORI LR M & T - 80°CykAa IR AERFIN . AR
TA Y TR ( B KA RN A (5% B511321-
0100) $a4E) TRIzol 1271 & F2HUIM ¥ & RNA, fifi i %
HEAYHAR(IER) A RA AR TaKaRa 360 5%
A G ( 525 6160) Kt RNA 5% 5% 8 cDNA. SRSl
FHFEBR CHRBHZ (P E) A BRA Rl A ™ /) 7500 74 5
A SO N G AN, 2 BRSO 1 R A B EE =X
BN R & ( 5245 10928042) Ui BAFB kAT 1. i
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DL i) AR A BR S RN A BB 4, S e
R cDNA 1 pl. | FUE5IH45 2.5 wl.2 x Hieff® Ro-
bust PCR Master Mix 10 pl «ddH,0 i % SR 25 pl ;

WEFFZ%0: 94°C 3 min 1 ¥K,94°C 10 5.55°C 20 s.72C

30 s, 2 3F 35 . IncRNA TUG1 iz 5] %) 5 <CT-
GAAGAAAGGCAATCCATCS3 % F i8] 4 5 “-GTAGGC-
TACTACAGGTCATTTG3 ¢+ GAPDH I {i# 5|4 5-GTCG-
GAGTCAACGGATTTG3 % F #5145 TGGGTGGAAT-
CATATTGGAA3% miR444 |35 % 5 “GCGCGCTA-
CAGTATAGATGATG3" F 5|4 5-GCTGTCAACGAT-
ACGCTACG3: U6 L7 51 ¥ 5 <CCATCGGAAGCTCG-
TATACGAAATT3 % F it 5|4 5 “GGCCTCTCGAACTT-
GCGTGTCAG3 % IncRNA TUG1 L) GAPDH 4 P %,

miR444 ) U6 Jy P 2, 2" 3 44 1L 75 IncRNA
TUG1 .miR-444 FiX|FE k.

1.3.2 BEUTAA: Bl 12 e iy 200 LN B
Rl 2 4, B8k & 2023 4E 6 H 5k ESRD & 4.

ESRD & X AL B S /NBRJE 15 2R ( estimate glomerular
filtration rate,eGFR) <1 5 ml * min~' * 1.73 m %
Brak R o MR TS &4 ESRD O LN B H 0N
TG AS B4R 5 B 474

1.4 itk % SPSS 26. 0 Geit 2@k Ak 21
Bl FFEIESAMITTERELI(x 2s) F£R,2 41
] FL R A ¢ K5, AR IEAS AR i R M(Q,,

Q,) Fn, LB L BR A U K565 Pearson AH 1 40 A
LN % 11175 IncRNA TUG1 5 miR-444 33k [ #H 2%
P ZIHE Logistic [ 04T LN B B BEFUS A R 1)
RGN 28 H TAEHRE ( receiver operating charac—
teristic, ROC) & /07 IfiL 7 IncRNA TUGI .miR-444 3%
IR LN G B 1005 AN KA T A1, il 46 T T AR
(area under the curve, AUC) H, %% F Delong #5 4 -
P <0.05 2 mA 25 Lo

2 % B

2.1 2 401fi3% IncRNA TUG1 .miR444 #ikH# LN
ZH R I IncRNA TUGT SRk fI% Tt 30T FE2H , miR-
144 K m TEFEXTHRZH( P <0.01) DL 1.

2.2 LN WP 2H BB R /s BURRAE LB Bl 2 48,

LN B3 104 {5 % £ ESRD 36 f5i( 34.62%) . 2 W41
SR A B SR e AR AR i B U A
PR 2ZE R TG (P >0.05) o FiE AR
2B CKD 3 ~4 Wi Eb ] i WL - 1l /R 2 AL miR-144
& TS B A4, eGFR. IncRNA TUGL Fli% S3697
J5i 98 A LIS T S RAFIE4L( P <0.05 5 P <

0.01) , W5k 2.

F1 S IRLLS LN 41005 IncRNA TUGL miR444 &5k H
B (xxs)

Tab.1 Comparison of serum IncRNA TUG1 and miR-444 expres—
sions between healthy control group and LN group
R %K IncRNA TUGI miR-144
fe B %o HE2H 40 1.10 £0.18 1.08 £0.09
LN 4 104 0.62 +0.11 1.53+£0.25
t{H 15.885 15.808
Py <0.001 <0.001

2.3 IN %35 IncRNA TUGI 5 miR444 £ ik
MM £ TargetScan [ 3k #i ], IncRNA TUGL 5
miR-44 FAESE A A ( UWLIE 1) o Pearson AHE M3
W7, LN B E (M7 IncRNA TUGL 5 miR-144 ik 5
fMiAH&(r=-0.797,P <0.001) ,

1 IncRNA TUG1 5 miR-444 ny45& 0 s 2K
Schematic diagram of the binding site of IncRNA TUGI
and miR-444

Fig. 1

2.4 LN BHEBEARMNZHEE Logistic [1]H 531
PLLN 5 UG A RO RS 5 (WRAE: &8 “17, &4
“07) LA ERZE R P <0.05 W H A AR, #fTE
K% Logistic [7 0543 #7, 45 3 &7~ , CKD 431 4 A
miR-444 F+h LN 5 B IE U A B A0k 57 18 R
2B PRI R 2 2% M eGFR.IncRNA TUGL T+
PSR ZR (P <0.05) , W3k 3.

2.5 IfiiF IncRNA TUG1.miR-44 2351 LN %
B AR E 2% M7E IncRNA TUGL . miR-
144 FR T LN &5 B IERUS A R B9 ROC ik, I
5 AUC, 45 5 B 75 175 IncRNA TUG1.miR-444 %
IR TS O LN RS B RS AN R By AUC 43
WIS 0.772.0.773.0. 911, — I BEA T () AUC 5tk
(Z=3.239.3.247,P ] =0.001) , £ 4.8 2.

x4 L7 IncRNA TUG1 .miR-44 R LN 255 i 7n
ANRBHE
Tab.4 The value of serum IncRNA TUG1 and miR-444 expres—

sion in predicting poor renal prognosis in LN patients

. " . Youde:
% RAEEEHE AUC  95%CI  URE KRR ;’:ﬁ;"

H
IncRNA TUGI1 <0.55 0.7720.679 ~0.849 0.556 0.897 0.453
miR-144 >1.38 0.7730.681 ~0.850 0.972 0.412 0.384
IS 0.911 0.839 ~0.958 0.889 0.838 0.727
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Tab.2 Comparison of the clinical /pathological characteristics of LN patients in the poor prognostic subgroup and the good prognosis sub—

group
oA BUEARWA(n=36) FHUFRIFFEL(n=68) y//UfK PE
PR B %) ] 5 7(19.44) 10( 14.71) 0.204 0.651
B's 29( 80. 56) 58(85.29)
AEWS [M(Q,,0Q5) , %] 29.00( 18.00,38.75) 26.00(21.00,31.00) 1.070 0.284
B ZERIER R (M( Q. Q) 4R ] 9.00(5.00,15.25) 6.50(3.25,12.00) 1.791 0.073
IR LB %) ] o I 14(38. 89) 19(27.94) 1.302 0.254
SRR 1( 2.78) 2( 2.94) 0.000 1.000
FRFL R [ %) ] I A 1( 2.78) 7(10.29) 5.356 0.374
| 8(2 22) 12( 17.65)
IV#Y 9(25.00) 15(22.06)
VR 7(19.44) 21(30.88)
M+ VEY 4(11.11) 7(10.29)
VIZY + V7l 7(19.44) 6( 8.82)
CKD 43341 [ fil( %) ] 14 7(19.44) 33(48.53) 3.782 <0.001
2 1 7(19.44) 17(25.00)
34 13(36.11) 15(22.06)
4 1 9(25. 0) 3( 4.41)
T SRR RO 5 M Q,,Q5) L 57] 5.00(3.00,6.75) 4.00(2.00,6.00) 1.403 0.161
YR EOES (M Q,,05) . 5] 2.00( 1.00,3.00) 1.00( 1.00,2.00) 1.834 0.067
U LB %) ] 36( 100. 00) 66(97.06) - 0.543
FRELEGAE A BiikBHYE: (B %) 20( 55.56) 37(54.41) 0.012 0.911
FHERGAE B HLiR AN (61( %) ] 6( 16.67) 14(20.59) 0.233 0.629
PO EAAERR LA PR (1 %) ] 25( 69.44) 57(83.82) 2.918 0.088
B Smith HLAAHME [F( %) ] 11( 30.56) 17(25 00) 0.369 0.543
OB A A dgM BHE (1 %) ] 9( 25.00) 11( 16. 18) 1.180 0.277
oo B IsPiiAdeG P [F1( %) ] 9( 25.00) 15(22.06) 0.115 0.735
24 h JREHE (M(Q,,0,) ,g] 2.38(1.39,3.39) 2.04(1.05,3.35) 0.444 0.657
MLLEF [M( Q5 Q) > pmol /L] 131.42(90.29,165.05)  90.70( 65.52,132.28) 2.576 0.010
M pR 2 [M(Q,,Q3) ,mmol/L] 10.75(7.90,13. 83) 8.32(5.58,9.98) 2.839 0.005
eGFR [M( Q,,Q5) ,ml/min/1.73m?] 54.73(27.88,87.68)  96.49(61.24,137.37) 3.949 <0.001
YEIT T (%) ] &3 11( 30. 56) 30(44.12) 4.363 0.498
WME + AEBERE 16(44. 44) 21( 30. 88)
MR+ MR A 0 2( 2.94)
WE + R4 1 g 7(19.44) 12(17.65)
£+ fih s 0 1( 1.47)
HAt 2( 5.56) 2( 2.94)
FERIRIT IR R (B %) ] 6(16.67) 27(39.71) 5.768 0.016
IncRNA TUGI( % ) 0.55£0.10 0.66 £0.09 5.253 <0.001
miR444( % +5) 1.69 £0.22 1.45+0.22 5.385 <0.001
3 INBETEARARMEZHEE Logistic [FIH34T
Tab.3 Multivariate logistic regression analysis of poor prognosis of LN patients
H % Ba SE {H Wald i P OR {} 95% CI
CKD Z34i( Z:1: 1 #i) - - 7.127 0.068 - -
3 1 0.182 0.626 0.084 0.772 1.199 0.351 ~4.093
4 0.180 0.061 8.687 0.003 1.197 1.062 ~1.349
I WLEF T 0. 060 0.049 1.485 0.223 1.062 0.964 ~1.169
MRZERFE 0.016 0.009 3.448 0.063 1.016 0.999 ~1.034
eGFR F+55 -0.021 0.010 4.718 0.030 0.979 0.960 ~0.998
IR G 56 2 G -1.189 0.566 4.419 0.036 0.305 0.101 ~0.923
IncRNA TUG1 T} -0.173 0.059 8.716 0.003 0.841 0.750 ~0.943
miR444 T} & 0.102 0.029 12. 808 <0.001 1.108 1.047 ~1.172
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B2 M7 IncRNA TUGL \miR-444 F3A TN LN & B T 5
AR ROC 12k
Fig.2 ROC curves of serum IncRNA TUG1 and miR-444 expres—

sion predicting poor renal prognosis in LN patients

3 9t i

SLE & ¥85% «isfL RS R S 2 R E 5 R 1) —Ff
ARG A B RPEEE  LUANAETE R E A PR
REREGFEM 292 RE LN 42 B8 FE IR
AL BB I ER R e B A TR AR IR e
AW I R BB I AE e AR 0 s 51 R B R A S B
LN RS IEAER LN i2AUS— E M, (R Bl
AR (PR B Bes 097 T X7 P LN
TERGERARBAL, H IN B R EE KRN, F
HUZ B F AR 2 RSB ESRD, 9% s T XU
LN 5Bt s, AN ] 88 38 116 PR IR 7 SO g i s
AAMAE S, TR AT B 4R 3 7 %) LN J 5
WSS HEAT I, X2 LN B3 B s ek B
FEE L.

IR S R PRI SN AF LN B R FE 2AEH
SLE 5| R i A W sl 5 A B B 3% 52 6 1
DURREBOE #MAZR 58, 51 S 48 1 20 3= D 4% 1A T
TR, P45 B /INBR 2 20 M < B I /N A T 4 S B
LN, it B 45 2 o e 4 5% ESRD'™ o W Whse
B, #UEE S 5 LN kA4 &R, Hi IncRNA fg B #
ol 5 45 miRNA 45 B K ik, 2 5 LN i
2%, IncRNA TUGT & F A QL fafk 22q12.2 1Y
—~ IncRNA, REAT: 0 5% 22 4 18 JHL A8 0 M oo v i 4
H LAY & PR IncRNA TUGT 38 7E B2 Mg « 15t 7 P 45
196 S5 S e s Th R AT AR Y . A kgt
SEESHIE , InecRNA TUGI GE#E v miR499a-3p i 42 &
B S0 2 AN S S Ve Wang 4517 SRR E , 1
P IncRNA TUG1 e 4 [ 4% [H 21 4 Mg 2 A OG5 2/

LT AR AT | R AR A e T T T 5 O 4 1P
PEMTI0 8 2 S 30 R B ERBFFE R W, IncRNA
TUGL 5 #0545 6. [ I BEAE Cao 25" 5T 45
H SLE #3341 E Il IncRNA TUGL X323k . PR 40
IncRNA TUGI Tl fig% 5 LN 3 F2. ARFIT4E R BR,
LN £ % (.75 IncRNA TUGIL 235 B&AIC, 1ML 7% IncRNA
TUGL FiATHE A LN 3 B JIETUS AS B B S 454 PRl
X UL IncRNA TUGL FATHS REREAR LN %
B METSUS AN BRI - HLJRLPR AT g2 IncRNA TUGH 53
IR RERE [ MARA% R B A5 3 BT Ak , 30360 5 M e 1
R RIREI RN A ORI 380 98 M I S R X B A )
5005, NTTRRAIG LN S B IS S RUXU: ™

miRNA 12 F Wi A% 10 1 2 — FF , Bl b 5 0
PSEAsR 5 A B AME AR SLH £k, 25 LN i
. miRH44 BfL T AR @K 17q11. 2 Ef—A
miRNA 2 22 Fft S0 88 100400 o 6 1R 30 4R 0F 98 2 B
miR44 1.2 55 JC 5 5 < 2 KB M OG5 R S5 e =
et AL o Min 25 PV SZEGHRE , B miR-44 fEfTE
HMZRE-1B IR 6 M R FE I o S5 R+ il
B 2 bk LR / L2 2235 BT AR 9 1 400 L 6 P I
REAIPEAT: . Xu 45 ScIb 4Rl bR miR-H44 AEWOE
Wt/ B34 PR 1138 % L HE 142 2 R U i i . b
RBFFT F W], miRA44 X5 U LA 2 1 4 47 4
FEESE, IgA A LN — B0 E T 5 v . ih
Yyt 7 G5 T A AL 51 G i i A W TR T B E B
™. Duan 257 SR L TgA B0 B TR BT
o miR-444 Bk, FIHEN miRH444 ATAES 5 LN
iR AW R, LN B 5 miR444 F3k T
B, LN R B TS A BB ST fE I PR 2L X
I35 miR-44 235 TH i 208 LN A3 B 1 s R R
Ko HLJE R AT fE 2 miRH44 55 % K REBLIG Wnt/B-
PEFREE [ B, FECRSE RGP A
AP FORS L, 0 7 B U Sh B AN SS IR, 3k
AN LN R B TS AN RO 2

IS 3o 0 T % B, IncRNA TUGI 5 miR-
144 FELELS A0 5 E— 4 73 M7 & B IncRNA TUGL 15
miR-44 75 LN & #1332 1A ¢, # 78 In-
cRNA TUG1 5 miR444 n] g [E] 520 LN %5 25 2 o
BT Tt 4 SEg s . B IncRNA TUGL R
HIL L) IR B miRA 44, FETTAMH] LN /N FURF/NER 2 155 40 i
RYEI] BE—AEAE T ARBFSESE R ABFF LS BB
575, CKD 20 4 WA AT 5 5 2 A eGFR
e 7 200 LN HR 5 B I T , FLJRPR T R CKD 43
39 4 AN eGFR FEAR S LN 8 5t 40 o =
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I 0 AN R XU B s 5 IR 9T R R R R
W FIRIT X LN A3 A%, e 50 4 b 00 ) 2% 1 2 1 & e i
TR AR B IE 005 A R XU o d Jm AR F 5% 3 1 22 1l
ROC 4k % P, 1175 IncRNA TUGL.miR444 ik K
0.55.1.38 B, #ill LN &35 5 kil J5 A4S R 1) AUC
0.772.0. 773; Il 3% IncRNA TUGI.miRH44 k04
Ry AUC 47 0.911, KF IncRNA TUG1 .miR444 #1
AT o 8 WA I I IncRNA TUGL . miR444 K3k
A BT LN B B RETUE A K100, ELIE A A ) i v
IncRNA TUG1 .miR-144 FABGERFHHIME . (HATF
FLE R T L O — 2 RAIE

25 LA, LN B L7 IncRNA TUGL Ik FEAR,
miR-44 FAThE, v RESLE R m LN B G,
& LN BE B WU A R AT 5 m R F o 7 In-
cRNA TUGIL \miR-444 FRECARMXT LN B IEFUS A
B R SR A 38 1
Rl 3 M 52 A VR P G 25 e
153 STk A B

IR ATF BRI TR SR T R SRS A
A A BT ST AT IR RO 18 SO A E A A
(NIl

S 30k

(U] 3k b & 45 IR W 22T ILNE (D). th A Rl 2es
2021, 60 ( 9): 784-790. DOL: 10. 3760/cma. j. cnl12138-
20210609-00410.
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